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An#body:)TATA)binding)protein)TBP)Source:)Abcam)ab62126)
Epitope:)Mouse)monoclonal)an#body)to)amino)acids)1?100)of)human)TBP)

Valida#on)1:)Immunoprecipita#on)(IP))in)both)CH12)and)MEL)cell)lines!

kDa)
)
)
130)
)
70)
)

)
)
25)
)
)

Arrow!indicates!immunoprecipitated!band!of!

expected!size!of!TBP!in!both!CH12!and!MEL!cell!

lines!(~38!kDa).!!We!used!DMP!crosslinker!to!

covalently!couple!the!anLbody!to!the!protein!A!

beads!in!the!IP!experiment!!to!get!rid!of!anLbody!

bands.!

!

NE:!nuclear!lysate!

S:!supernatant!aRer!IP!

IP:!IP!with!tested!anLbody!

IgG:!IP!with!control!IgG!

TBP!

NE!!!!!S!!!!!!IP!!!!!IgG! !NE!!!S!!!!!IP!!!!!IgG!

CH12!!!!!!!!!!!!!!!!!!!!!!!!!MEL!

Note: TBP might have phosphorylation or some other modification which caused the band shift 
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